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GETUEIRFIE (Protein ATRAEFERBE)

L ) R e .34
P2193S o B UTIE IR £ (Protein ABR EHHEIR ) 207K
P2193M o B UTIE IR £ (Protein ABR EHHEEIR ) 1007k

e
>

28 7 R A B S I IR TR B (Protein AR IEFEEEISIE) (Immunoprecipitation Kit with Protein A Agarose Gel)2&— i id & 5
H M Protein ABIRMEAERS, FLA P B &M MEPUA, 3047 B 08 A 502 DT 5 5 9% L iie R & A i i

TULEFEY), FTULAFHMEANKEARSWA SN,
AR B AL = T I Protein AZ B HHRE IR S 28 1 AR AL B0 UE 1) G i e BE A, 43 SR 9% T (Immunoprecipitation, 1P,

A\

FRPull-down)al 5 9% i€ (Co-IP) SEER I 58 . (4. =L, Boafrmitediis, TZHTHRNEASRLERE SN %
PEUTUE S LU TE BAiAG S5 5050
> T S L UTIE R W AU A R A 5 8 A A ELAE A (Protein-Protein Interactions, PPIS)HH FS2Ib A, i 4 =
“E A PRI B (WProtein A/G AgaroseEiProtein A/GHRERR), B E 28 F AR IBCRE T EBUIR B/ 0T (o B il 48 iz B
WEER), SR B0 B ) NS o B PUR M BUR S, TR B AR S A BN E A b B ok, BEE AT DU T
Western B[ 75 o il 555 335 43 B 45 [1-2] .
> Protein ASE—Fh R BT 425 63 %) BR 6 (Staphylococcus aureus) I BER & H, 4> T & ~N42kDa; Protein G/2CHIEGH

EEARESILE

i Bk B (Streptococcal bacteria) 7 ) 2R 2K
M (Immunoglobulin, 19)454, 454

Sy

HH. Protein AfIProtein GIHREAHL, BERFE 14 M 15 0 AL 3l S R BR 2
RIS BR B A I FCX, {HAE PTRE 7~Protein At 2T A VH3Z i 1 Fab[X.

@h,

iMProtein Gt SFablX thf — €L & . RN, PFEXN T ARKRERRE QRN GRIA AR . &5 HEAKER

Protein A . GHEARHEEL UL — e 7 &5,

A S B e BT [ 24 [3-4] -

> Protein ABgEHEELIRE & T 9 & iiiEhuman 19G1. 19G2. 19gG4, mouse lgG2a. 1gG2b K rabbit IgG%, fiiProtein Gz figHi kit
& A T dlighuman IgG1. 19G2. 1gG3. 1gG4, mouse IgG1. IgG2a. 1gG2b. 1gG3, rat IgGl. IgG2a. 1gG2b. IgG2c,
DA Krabbit. goat® TifEHiik. T 2L % KProtein A. Protein G. Protein A/GERIEFHEER =5 Ny /MR KR LA %

PEBRER 1 2R 45 A BE ) A R R A S BE I T LR

> A7 B 2 Protein AT 55 2 B0 AL Sh W 1 gG I et der e 1 45 6
SO MHRMARERIT Y, KB T 4G 0 USRS 8RR RS G HPH, M AT U R0 b SRR

519G Fcii

A7 il (4R~ Protein A%y T 0] LLAE 5 24M9G 4 T
& m B E A Protein ABRIEREEER . Normal Mouse 1gGHINormal Rabbit (1E % /N IgGH%lgG, 1 A9 % HE) K

b N vl

Species Ig Protein A | Protein G A+G Total Ig Protein A Protein G A+G
lgG1 ++++ ++++ ++++ Human ++++ ++++ ++++
1gG2 4+ ++++ ++++ Mouse +++ +++ +++
1gG3 - ++++ ++++ Rat +/- ++ ++
IgG4 ++++ ++++ ++++ Rabbit ++++ +++ ++++

Human
IgA ++ - ++ Goat - ++ ++
gD ++ - ++ Chicken = ¥ +
IgE ++ - ++ Cow ++ ++++ ++++
IgM ++ = ++ Guinea Pig i i T
19G; + ++++ ++++ Hamster + ++ ++
19G,, ++++ ++++ ++++ Horse ++ ++++ ++++

Mouse | 19G,, +++ +++ +++ Pig Tt Tt Tt
19G; ++ +++ +++ Sheep +/- ++ ++
IgM +/- - +/-
1gG, - + + ++++, Strong Binding

++~+++, Medium Binding
19G,, - ++++ +4+++ +, Weak Binding
Rat 19G; = ++ ++ +/-, Weak or No Binding
19G,. + ++ ++ -, No Binding
IgM +/- - +/-

48 N14kDa. %E 4HProtein Al g, RS T

+
4t



AR 25 R 22 vk an Lysis Buffer. TBS (10X). Protease Inhibitor Cocktail (100X). Acid Elution Buffer. Neutralization Buffer.
SDS-PAGE Sample Loading Buffer (2X)55 G iiie il ), i iiie Bl L ive SEI . 4. mal. Al
FIEHAT RIEVTIE FIRFE S H KL, Protein ABREHESEI A 1E Ll )a, MA—E B R PR, Protein An S5HiiAFcimE
S E, —ER BT 5K RProtein AL fE MBS - LR IR 54 (beads-Ab complex), SRJEIMMANFEM, 5Pk R Fab
Uity R P VR T T s Proteink AZE AR WE I IR - B AA- B ) 9% &2 A (beads-Ab-Ag complex). BRIk RIEE AV LA EBRALS G INE
E, AR5 RS IB  BSDS-PAGE G2 il 55 77 1 MBS G W B I 1 e I 25 & 1) S % 5 G WD T I A

Agarose gel
preparation Centrifugation Centrifugation

¥
J

|
1)

Antibody
preparation

Mix & Incubation

& Centrifugation
—_—

|

Sample
preparation
6o Target protein
‘%ﬁfﬁ Antibody
%%« Other substances

A Agarose gel

Bl1. 28R R PEUTE IR & (Protein ASf IR BEEERIE) 1 S L TTTE R K .

Transfer

> AR E T Protein A Agarose Gel (Bl Protein A Affinity Gel, H13C 4 Fr JyProtein A AEHEEE L B Protein A AIEER) AT LUKF

SRR EE A AU, IR DA B O ALEAEE EFEHLN T B & AR G5 A0 e Dl A S . R
(LR ER, EEAZSER. A7 &IRAtHProtin A Agarose Gel A25% )5k Bk, 4% FProtein A agarose beads
(TTVE)) BB £)20mg it B 4 Protein A, T 454#83i330mg human 1gG, HAFRIEE, (HERMAEAZESD. QWERE
fERZR, MHEE. EEFEL T, A9 50T RSOR 2w B s 3-50k. i M T e b ytie i & A 5%
FIAH AR, ANEFEEE L.

> A& Protein ABRIEHE SR ) T ELEAR N T K :

Characteristics Description
Product content 25% settled gel in proper buffer
Beads structure 4% cross-linked agarose
Average beads size 90um
Coupled protein Recombinant Protein A
M.W. of protein 14kDa Protein A
Ligand concentration 20mg Protein A per ml settled gel
Binding capacity >30mg human 1gG per ml settled gel
Elution method Elution with acid, competing peptide or SDS-PAGE loading buffer
Application Suitable for IP, Co-IP, Protein purification
Storage -20°C

> REFIEREFEMEMITIE. RETEE St BEANSH . LW R K5 SR ZR A, AR S ftpidh ik

BeTrik, ORI BANISDS-PAGE EAEZE M. WA AR I SE S 2 ik, ] EAT A6 A58 G ik 22 AR EAT Tt -

> ARG HEKIProtein A Agarose Gel y25%EE L &I, AP AR, FETH b & A 0.25mIZEELR (DTTED) . X T

U G B PUPE SES, 4% R A 100 RE i 8 FH 20l Ji ey i, AR T /B8 35 P2193S Al A1, 3 P2193M 43 51l T LA 4T 207 Fl
100V FE Sl B U vE ,  TRIA 29 S0 AT DABEAT A VR AN 207K I 1 of B F) S S UL

BREE:
L] 77 i A4 R {2k
P2193S-1 Lysis Buffer 50ml
P2193S-2 TBS (10X) 10ml

217 P2193 ABEITiERFA & (Protein AR S BHEERE) 400-1683301/800-8283301 & = K/Beyotime
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P2193S-3 Protease Inhibitor Cocktail (100X) 0.5ml
P2193S-4 Protein A Agarose Gel 0.4ml
P2193S-5 Normal Mouse IgG (1mg/ml) 10ul
P2193S-6 Normal Rabbit 1gG (1mg/ml) 10ul
P2193S-7 Acid Elution Buffer 2ml
P2193S-8 Neutralization Buffer 0.2ml
P2193S-9 SDS-PAGE Sample Loading Buffer (2X) 0.6ml
— VLU 16
L] 77 i A4 R {2k
P2193M-1 Lysis Buffer 250ml
P2193M-2 TBS (10X) 30ml
P2193M-3 Protease Inhibitor Cocktail (100X) 2.5ml
P2193M-4 Protein A Agarose Gel 2ml
P2193M-5 Normal Mouse IgG (Img/ml) 50ul
P2193M-6 Normal Rabbit 1gG (1mg/ml) 50ul
P2193M-7 Acid Elution Buffer 10ml
P2193M-8 Neutralization Buffer Iml
P2193M-9 SDS-PAGE Sample Loading Buffer (2X) 3ml
— Y 14y

TRt

20°CHAF, AR

BEEI:

WG UUIE 1 B 1 W R R (AR T S BB, 75 L AR L P B R A 1) 71U RN 2 WAL B ). HERR IR T
287K IR B BRI 77 VE 2 70A (50X) (P1081/P1082) 12 2. ik Ak i 1111 7778 419 (100X) (P1112/P1113).

AR S AL Lysis BufferZs e £, & AR 24500 10 9% DUTE 5 G2 FL T i i RE S R AN 5 22k . BT %
P VTVE B A0 55 FEUTE 25 R S 1O B AR MR RN R, ASLysis Buffer s — 5 i& & T A e i T VE R b O ZLAR S0 o 7EAE F AR
A G IR ILysis BufferdUER RAEMIBOL T, 752 BATX T 2R BESBEAT BER AR R . U s SRR % STk F A7 i o 34
FEBRIVEIE I, BUER = RIS & M https://www.beyotime.com/support/lysis-buffer.htm.

Agarose Gelff i — @ B 4 s, BRI 780 Ba) 35 TR iR 5 35,

Agarose Gel & 45509 fH I A e A 5 JE5 77, 48 P Al L 2 T TBS &5 3d 24 MR I e IR 3, AT 433 B H Joh AT T8 771 = A
T

TEGPEYTHERS ,  EECSE F B ARP I AH 7] 54 1 1g G I i A [R5 88 LU BRI BE B IE 519G TARWR, DA T EBR AR =i 45 A Bk
P R T R . AR ) £ 42 it & B2 Normal Mouse IgG#INormal Rabbit 19G, & £ 75k, T LAIT I 28 = K 19 AN1gG
(A7001). 1l13£1gG (A7007). flgG (A7016). /MR 1gG (A7028). K9G (A7031). 3F'1gG (A7039) .

B AR S B R SE R A T AR, FERIUR U E R4 CUKI, LAIREE R 1 PR R AR 1

W B OARETE R LR AR H A, 0T LK RE S 0.45 um IR 9 JBict 328

AP R TR N A EEE R, AR TIRKIZEEGaTT, AR T a2, AT EEEN.

NT M AR, 8 7RI — T B

PR -
BRI
a. ZHE TR, WBEAFE T 100p BRI LB, #E %A SR .

Steps Solution required Volume per assay
Lysis Buffer with Protease

Cell lysis and sample preparation Inhibitor Cocktail 100pd
Preparation of Agarose gel TBS ~1.5ml
Immunoprecipitation Agarose gel 20ul
Wash for beads- .
ash Torbeads TBS 500ul each time

Ab complex (3 times)
Wash for beads-Ab-Ag complex (3 Lysis Buffer with Protease

500yl each time

times) Inhibitor Cocktail
Acid elution and neutralization Acid Elution Buffer 100ul
(optional) Neutralization Buffer 10yl

- R/Beyotime  400-1683301/800-8283301 P2193 ABEITIERAI & (Protein ABRASEREREE) 3/7
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b.

SDS-PAGE sample loading buffer SDS-PAGE Sample Loading

elution (optional) Buffer (2X) 20ul

MBI FIRBRECH . 25 LR, $I4AE50-10077 4H (6 F1100-200p 15 111 771 A8 T 2L LA 22 300-600pl 2 111

FRAE TP o L), e )3 & 1Y) 0 R 24 . ¥ Lysis Buffer5Protease Inhibitor Cocktail (100X)$%100:1(%)

ELR A, Bl a0fE1mIffiLysis Buffer i A 10ul Protease Inhibitor Cocktail (100X), RIS 1ml& #7552 # 7 (Lysis Buffer

with Protease Inhibitor Cocktail). it fill 27 i 25 410 1) 771 S i VR e ik B TE UK IR l4°C o

WL WR G TTIE R H 0 E A R RRAASINEE BB, 75 B I IR I 4 ) 71 B 2k R REAM R . A

P 28275 R [ B R B 40461 77 VR A 0 A (50X) (P1081/P1082) 1 2. Bk AL BE-MH 577 IR A0 (100X) (P1112/P1113). WA 45k

K, AT R B LT IE S HI TR AY): https://www.beyotime.com/support/lysis-inhibitor cocktail.htm.

2. ARSI Lysis Buffer MU TFEM AR, WBHT/ELLMBEEPIR, WERINER “FEREFDD bR .

VE3: S HHI AR B BB, A EES SRR EE G . R AR TR, TUERE R RN EZE

Ff. BERREEA 2 Z B AL BESMHI SR A4 https://www.beyotime.com/support/lysis-inhibitor cocktail.htm.

TBSHIEE#]. K TBS (10X)HMA K /KFREZELX, BINTBS. #iltniml TBS (LOX)MAImIFEZLK, V85 JEEINTBS.

TRARPE SRR (U % . AR Agarose Gelfiti 7775 7 50% H i i AR, BT DA TG ZEAE DN S BTS2k

(a) % H EProtein A Agarose Gel, JRFJE AL SI IR Bmf, 3% IROE & &F 100pl - I N 2078 & 35 5 IR A B i iR
(BATF 4 95 30 v 25 B8 v #18 DL AR BE I N 20 4% Ji2 2 i i A f5]) ,  BXGE &= Protein A Agarose Gel & — i i 55 0 &
(FTUB306/FTUBO65/FTUB015), fIIALX TBSZE A Z&ARFINZ10.5ml. E: A KFLE TR Sk (I 8Y JJ8Y 253 731 5k)
W H g e e v 2 LU T A

(b) 327 B Protein A Agarose Gel, 6000xg7E4°CE.0308), /NOEM LR, AEWBEE. B8 FRPERIX.

(c) FRIEHILA B B A F,  FH1X TBSE & Protein A Agarose Gel.

(#%:f4) SDS-PAGE Sample Loading Buffer (LX)HJEC#]. Hd & SDS-PAGE Sample Loading Buffer (2X) FH 7K i &5 A4 FHUE B

NSDS-PAGE Sample Loading Buffer (1X). f51%10.2ml SDS-PAGE Sample Loading Buffer (2X)iA0.2mliEB4liK, 821G

R ~SDS-PAGE Sample Loading Buffer (1X).

2. YMERAE SRS S RRIE S . RN SR BT RIEAT T R 1 e B UIE B R R VTTE . WHRRRET B HEAT IS SR S e, T
PA-20°CEL-80°CIA A7, (HURRIFTRE <M A S A A EAEH . BT BOAE i AR D IR B E VKV BRACCHEME, DU R/ B
HEEm T RErE. FERHER TS, EEN—T=/E NInputsTotal, VLA T )5 21 Western &K »

a.

C.

d.

BT BRHIRE S R . 250-1000xg = i 25 Lo omini R 4N, G0 A EE, AT LA FIPBSHEIR — IR, SRS B I

Witk . B Rvortexsl # 3 o & i LAE AN AR 20 B . 148 4550-100 /3 41 AN A\ 100-200pd F9 EE A1 i X\ 255 40 861 771 AR o

R REGE Y RET, AR ORMEAE. o3RG N A W ENMRITE. wRmER L, @R 50-1007741

M, SRIGEEME. KEMA B 7e 5, /D BRI AI i b T 2R 2 RN iR 7 0 efi, ARG LU 25 5 40 7

7. FUArRMR)G, 10,000-14,000xg7EACES 03-570 81, HU LG, BIRTEAT G 2L 0 s Plie Al s Seyiie S5, e 25

S EAREHYI, EENEERADNAZ, B.O)EarmETTEY .

Ut B O PR R O SRR . BB IR, AT R, FHPBSYETE — K, ARG T R B A . 4 18 43:50-100 75 4H i

(A 24T 6 FLAR ¥ — L) In N 100-200pd 1) 75 F I UL AR 0L, 38 KT, SRR 4l i 70 40 ik . I o M B i 3 )

L-2F0 5, ANt . 4N B e UK B 2#2-10min. 783245, 10,000-14,000xg7E4°C B 023-5%3 4, HX

i, BDNTIEAT RS G DUTE R B L e S . e BB E S IV BRI, FEONEEKADNAY, HO )5

SR YTED)

B R B RERE R IO BYRAME . S T ImIE R e BRI, 202 B, RAWE, W UFERPBSHA—IX, ARG

B EH B . B2 vortexalk o B I DA 40 1 B EE RE R 2 0 BUT . N 100-200ul & 355 AR, 32 Hvortexal & #

HE K ARES), UK -2E2-10min. W B A RS 50 0 I 2R RCR A0 o8 R BT DL 2y Sl P A T 8 (lysozyme) A BE g

(Iyticase) ¥ 1k, SR Ja F- 156 75 Skl I 2L g AT 240 . 78 /0 24 )5, 10,000-14,000%g7E4°C B5.003-550 81, HX LiE, BiwAT

HEAT 5 SR S B e A S TIE S . ¥ AR R TR S BB BRI, FEONENADNAS, B0 587

HEVTEDD .

H AR B .

(@) LBV AN NIRES o R H RS A SRR A/, r DORE AT 8 ).

(b) F% 184 10-2022 57 21 44 FF 100-200pl (4 LE A5 i N 25 390861 S5 4 AR 1 SR 4 AR AS 78 4w LAASE I O 22 4045 o0 ok 7510 S At
W, W E R R AR, AT LUE M b SR =

(c) FHBEFSSIR A LN, B 38 = K AEF= [ TissueMaster ™ F- K 30 41 2L 8% % (E6600) 5% TissueMaster ™ iy i 2 2 £ &
1%(1.5/2mIx48) (E6618)HI %, H 78/ %Mk, thal LIEALSURE A GBI B, WFBE 7800 e In N 4 5 e it
175448

(d) Fe4r%4f#J5, 10,000-14,000xgrE4°CE03-550 81, B L3, RUATHEAT G 8L F Die A FLyiie %s . /20mgi% /7
40 7I5 BT 4L 27 FH 200l 55 400 35 4 AR T SR S SR A9 0 3, LR IR 49 M 15-25mgiml, REPRSMA AR H
A ¥ ZEEIRTRE D EAEEYI, FENREFHADNAS, ELfaar=ATTEY .

3. $itkEProtein A Agarose Gelf1%54 .

a.

417

DU BIHE R o H2 5T U0 W v 6 75 O B R L 1) T TBS AR Uik, TR ) R BT AR A0 ORS¢ 4 T ) Bl 24 9 JE 5-
50ug/mIFKHLIR AR BT UK 2 M. T3 A6 0 oA s A 1) P I 3 \ g G e ) A 170 74 Ll B Z IR B2 1) TE 5 19G T AF:
W AT 5 BRARRS S 5 G s/ A PE X I8 P il s A R (K IR W 9G24, 9 4 i 8 S e D TE I F R AR /DN B

P2193 AT RAI & (Protein ABRAS BEREI ) 400-1683301/800-8283301 &z K/Beyotime
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1gG, I7EA 5% AT L) TBSH B & Y Normal Mouse IgGE;Normal Rabbit 1gGZ5 LU T FRAKTY 5B AE g 9 15 1

b. BT, #0R1diHE & LF¥iProtein A Agarose GeliE4T 550040 55, 6000xgrE4°CES 308D, /N0 2Bk i, ANEENL 3kt
JBE o IIANL100u PR TAER L IE#19G TR, BEEEAZEMER SN LR TFI558 -1/, ¥ BT ESAED
R1di¥IProtein A Agarose Gel I I& EHUIASIEH IgGHEATIF G -

c. ¥e¥k. IA500ul TBS, HEProtein A Agarose Gel. VKiI: B THEK L5504, #RJ56000xgfE4°CH030FF, /v Zkr L
W, AEWEER . BRI RBYIMGAFE, HTBSHE EProtein A Agarose Gel.

4. YL (Immunoprecipitation, 1P).

a. EZRIEREFELES(TEM). BEIT RS T 1IER1gGIKProtein A Agarose Gel 5K i 4°CHT & /NN 5 55040 55, |
TEFEA TR 8050 . AP IR H 02 R B 5 B 196~ A ks Rt 4 A 1 EH

b. BER54E THESIER IgGHIProtein A Agarose Gelf#E . 14 I AF100WI £ A & 0 N 208 s Byt 7 1 LU A8 I N 485 &
T PR IE H 1gGIfIProtein A Agarose Gel, B TR FREUEFSIR AN L, iR & 2/N 8i4°CiF & i 7.
vE: MRS E YR EUE R 19G 5 R S IR B 1-2/N i BiA°CH B it RS, BRI 10-20 Bt i B i i = IR I B 1/

C. BOUAE. MAETH)E, 6000xgfE4°CE L30Fs, /N0EBR BiE, AZEWRBNEL. E: rTREHS LEE, H TR %
PEDUTE I ROR .

d. Tesk. MAOSMIFEHGIFIRMR, EEER. KBIHE TRIK B8, S8/56000xg7E4°CE 03080, /N0 LB i,
ANEG PR o ¥ BT DL A M A5 21 PR R OD s e 4 W7 & T el 8 4%, 450D K 17005, N 3d 4 G Ak vk
L

5. YeMi. ARYERAEEE I RE S S SR SEIG B, AT LSRR R 3R ik — AT e

a. FRMEBEMLEE. AJ7ONARAR MR, HREPUE E Ak, VRIS 1S IR 2 AE DL T eI EE R A E T, TR S
.

() 20l FHA B 2 h AR AR, INN100pul Acid Elution Buffer (BRTEVERIR), B2 B T MR K EUe R A4k, =
I ES Bl FRIEVE LA — OB B ISR o ¥ % & I AN B 15904

(b) ¥ E 5EEE G, 6000xgTE4ACES 030F), 4 HiGH BB F MBSO, I ZIn A 10ul Neutralization Buffer (HFF1%),
MRS ¥ AOLZIMA R ARIERST, BN A AT R R 5 S8 R A R R TE .

() AT IR BRI, TEEDE@M(b), FHIGHFERREH.

(d) VERLIERRIIAR S R A A B AW E T4CHH, 83 -20°CEK-80°CK i fR A7

L FRVEGEMOE EAR SR, AT AT BRI T 5 4+ e i 2 BUSDS-PAGE L AE 2 il e Mt i

E2: BT H R A0 2 5 0] REXT TR ME D B2 I e AR A — e s, an SR e B R R B R L Ry, R R PR e

TIIPHTE2.5-3. 12 [AHEAT — & (TR, AH S A A AR A pH AR Bl B B3R AT — S IR, R TR 2 (AT DRI A ORS00 2%

o AT DA RER FH K03 1T 6 B e 1 22 0K 5 4 e JB0 72 B RO T0U Bz 1= PRI SDS-PAGE P AE SR MRS, Ja 3 Ik U TE

ARPESEE R TIPS SR R SR T A S R BRI SE 0 PR A R

b. SDS-PAGE LFESMWRTEILE . AT/ A8 L, 331 8 AR iE 4 SDS-PAGE LIk Bl Western il «

() 20l FHAEE I 2 h AR AR, A 20ul SDS-PAGE Sample Loading Buffer (2X), 95°CHI#G54i .

(b) 6000xg7EA4°CHY & i 2500 30FF, HY ki B AT F - T-SDS-PAGE Hi ik sk Western £l .
vEL: @ SDS-PAGES A FAFZ MR S A DTTEIRER, HueMaE 8 &E AR b & &6 DUk R FE M EEE .
VE2: R EFAE RAIRE AR, tBa] LLZE A 20ul SDS-PAGE Sample Loading Buffer (2X) /5 F#h 78 I i &
SDS-PAGE [ L FEZE MR (LX)
c. ZBMRTRVME: WRBMEORWEED, HEHMP AR STUARBAT GBEITIE, W AT A8 A R 1) 2 RT3 4k
o ATPF AR R, iR, HP S 8 B R R R A IS, (TS S Hrkil . DU DAFlaghn 2 5r A
il
(@) 3X FlagZ IRLeli i fic#l: HGE 83X FlagZ Ik (P98OL)¥A i T-TBSH, i HLZIKEE N150pg/ml, BiFBE5mg/mIfi3X
Flag ik % (P9801) % 150pg/ml.

(b) BE20plFaE R S AARR, IA100pl 3X FlagZ IRBE B (150pg/ml), =i #8 R 5 30-6040 8,  El4°CHE IR H 1-2
AN N T HREVEBCR, AT R SR E R Y. 3X Flag 2 R B AR R — A B B R 56

(c) WETEEE, 6000xgfE4A°CE030F), ¥ LiEH# IR OE Y. HIFRUNEI M Flaghi 28t H

(d) VEMEHIFlaghs 252 (B T4°CHF . B -20°C K -80°C K AR 17

% DO Io) R :
1. AR R HiE SRR PRI A & 2
BT HR eI S iR 45 G A SPUIR M R SRIR K 8 WA O, tndifk Br)& W2 5 Protein A GERA/GIVSER JTIRAK, W]
LIS 38 D0 044 55 B I B v S 1 i 5 B[] o 42 /=0 TB S pHAHL(8-9) B FRAIK 75 7 78 5 (25-100mM NaCl)5 5 £ moi Fl 77
2. AT B AR AR B A T S B DT Ve B A B LTV S B A 1 R Sk 2
a. ZHELRAbFME&E, OB EETUASHERETIREG, EAIUE-PURE &Y, FHHProtein A, GELA/GHE R HEHEER:
WIREEY), XIS PRSHRISE &80, JH BRI e SR SR e AR 18], TR & Ui iE = MR RS =
PEo T 88 B B R Ui B €0 07 9 928 Ry e thHERE A Uk v
b. %L R4a, FHLEEG 7 IEFIgGH R SR S & QST E, o LU PiiErARER G, 50, Wl BT
EAFERHEMATEFE GG T, REFHMATUREITNE, G FEIA SIS R AT R i e e »

- R/Beyotime  400-1683301/800-8283301 P2193 ABEITIERAI & (Protein ABRASERERE) 5/7



c. WEIEWIQGIEAPUARMIXTHE, AT LU E fo BETVE B B LT P M (K ks 7 ko
3. HEW WM. JREFMRITE:

Problem

Possible Causes

Solution

Very few or no
target protein
exists in the
eluate.

Protein is not completely eluted.

Change elution methods.

No target protein expressed.

Make sure the protein of interest contains the target protein by
Western blot or dot blot analyses.

Very low protein expression
level.

1. Use larger volume of cell lysate.
2. Optimize expression conditions to raise the protein expression
level.

Washes are too stringent.

Reduce the time and number of washes.

Incubation times are inadequate.

Increase the incubation time.

Interfering substance is present in
sample.

Lysates containing high concentration of DTT, 2-mercaptoethanol,
or other reducing agents may destroy antibody function, and must
be avoided.

Detection system is inadequate.

If Western blot detection is used:

1. Check primary and secondary antibodies using proper controls to
confirm binding and reactivity.

2. Verify that the transfer was adequate by using prestained protein
marker or staining the membrane with Ponceau S.

3. Use fresh detection substrate or try a different detection system.

Background is
too high.

Proteins bind nonspecifically to
the antibody, insufficient washing
on agarose gel, or the
microcentrifuge tubes.

1. Pre-clear lysate with Mouse IgG Agarose (P2265) or Rabbit IgG
Agarose (P2267) to remove nonspecific binding proteins.

2. After suspending beads for the final wash, transfer entire sample
to a clean microcentrifuge tube before separation.

Washes are insufficient.

1. Increase the number of washes.

2. Prolong duration of the washes, incubating each wash for at least
15 minutes.

3. Increase the salt and/or detergent concentrations in the wash
solutions.

4. Centrifuge at lower speed to avoid nonspecific trapping of
denatured proteins.

Multiple protein
bands found in
the eluate.

The protein is not stable at room
temperature.

Purify the target protein at lower temperature, such as 4°C.

Protein degradation due to
proteases activity during
purification process.

Add protease inhibitors to cell lysate.

Non-specific binding.

1. Prepare cell lysate again.
2. Add additional wash steps.
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] B 34
P2175S S I IR £ (Protein AREERIE) 20-1007%
P2175M G PLIE IR £ (Protein AREERTE) 100-5007%
P2177S G UTIE R & (Protein GREERIE) 20-1007%
P2177M G 3% JUEE IR £ (Protein GRAZRIE) 100-5007%
P2179S o B VTR T £ (Protein A+GREERIE) 20-1007%
P2179M o UTHE IR £ (Protein A+GREZRIE) 100-5007%
P2181S Flaghr2s 2 1 9095 DTTE 1) & (G BRI 20-1007%
P2181M Flaghras 8 [ S5 UTUE T & (MR 100-5007%
P2183S Mychr %8 i H S g% Pl R & (HEERE) 20-1007%
P2183M Mychr % i H 9% PTie R & (HEERE) 100-5007%
P2185S HAPRZ T [ P2 JLiE ) S (G BRIZ) 20-1007%
P2185M HAR 2 B A S B UTE ) & (R R2) 100-5007%
P2187S V5FRE [ ST e R & (R E) 20-1007%
P2187M VEREE B [ S B UTIE AR & (R ERTE) 100-5007%
P2193S o RV VE R £ (Protein AZs IS B i 15) 20K

6/7 P2193 GEZIIIERFE (Protein ATE AR L)

400-1683301/800-8283301 & = K/Beyotime



P2193M S8 TIE IR £ (Protein AZR IR BB ) 1007%
P2195S S B VIE IR T B (Protein GIR A EEIE) 209Kk
P2195M S B VTIE IR T B (Protein GIR G A EEITE) 1007k
P2197S S B TTIE IR £ (Protein A+GERIEERERZ) 207Kk
P2197M Ha U E R £ (Protein A+GE ek %) 1007
P2202S Flaghs 25 85 [ 5o 2 ive 77 6 (Bl i W it Jie %) 20K
P2202M Flaghn 25 £ 1 G35 Ui 370 & (B i b e %) 1007k
P2204S Myc 25 B G 2T T TR 6 (Bt i W Je %) 20K
P2204M Mychr 8 [ G % TTE R o (B N W et fic ) 1007%
P2206S HAPFRZE 8 A e 2 Pl 7 S (B AR Bl B 1) 209Kk
P2206M HAPRZE & A 2 DU S R AR b e 1) 1007k
P2208S VEHREE R H S BT HE R 6 (B e e ) 209Kk
P2208M V5FREE i H s PTTE T S (B B R R 122) 1007%
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